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TOM TAT

Cay virng (Sesamum indicum L.) |a cay lay diu quan trong va dau cé chét lwong cao, gidu chat chdng oxy héa.
Nghién ctu méi quan hé di truyén ctia cac mau giéng virng cé ¥ nghia quan trong déi véi bao tdn va st dung ngudén
gen, tuy nhién trng dung chi thi phan t& trong nghién ctru cay virng con rat han ché. Trong nghién ciru nay, ching toi
trinh bay két qua phan tich da dang di truyén ctia 56 mau giéng virng dwa vao mic do da hinh cla chi thi phan ti.
Nghién ctru st dung 15 chi thj (10 chi thi SSR va 5 chi thi SRAP), trong d6 c6 3 chi thi don hinh va 12 chi thj da hinh
véi tbng sb 34 allen da hinh, chiém ty 1& trung binh 2,3 allen trén mét locus. Ty |é béng da hinh dao dong tir 66,7 -
100% va dat binh quan 1a 80,9%. Hé sb twong ddng di truyén clia 56 mau giéng virng dao dong tir 0,52 - 0,97, &
murc twong ddng 0,70 da chia 56 mau giéng thanh 7 nhém, trong d6 nhém 1 nhiéu nhat véi 35 mau giéng, tiép theo
l& nhédm 2 v&i 17 mau gibng.

T khoa: chi thi SSR va SRAP, da dang di truyén, cay virng.

Assessment of Genetic Diversity
of Sesame Accessions (Sesamum indicum L.) Using SSR and SRAP Markers

ABSTRACT

Sesame (Sesamum indicum L.) is an important oilseed crop with high-quality seed oil and richness in antioxidant
substances. The genetic relationship analysis of sesame is inportant for genetic conservation and exploration. In this
research, we reported the results on analysis of genetic diversity of 56 sesame accessions by using DNA markers.
Among 15 markers (10 SSR and 5 SRAP markers) used, 3 were monomorphic and 12 were polymorphic with a total
of 34 alleles and an average of 2.3 alleles per locus. The proportion of polymorphic bands ranged from 66.7 to 100%
and reached 80.9% on average. Genetic similarity coefficient of 56 sesame accessions ranged from 0.52 to 0.97. At
0.70 similarity, 56 accessions were divided into 7 groups, the largest group with 35 accessions, followed by group 2
with 17 accessions.

Keywords: SSR and SRAP marker, genetic diversity, sesame.

(2013), thé giéi c6 khoang 9,4 triéu ha ving,

1. DAT VAN DE trong d6 chau A c6 4,38 triéu ha va chau Phi

Viing (Sesamum indicum L.) 14 mo6t cay 14y
diu quan trong thudc ho Pedaliaceae. Cay ving
dugc xem 1a “Nit hoang” ctia cy c6 dau dua trén
uu diém tuyét hao cua dau ving (Falusi et al.,
2001). Ham lugng diu trong hat viing bién dong
tu 34,4 - 59,8% (Ashri, 1998). Theo FAOSTAT
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4,74 triéu ha. Ning suit ving binh quan dat
khoang 5,74 ta/ha, Trung Quéc 1a nuéc dan dau
vé nang suat dat 13,25 ta/ha, tiép theo la
Ethiopia dat 7,64 ta/ha. O Viét Nam, ving dugc
tréong & nhiéu vung sinh thai trong ca nuéc véi
dién tich bién ddng tir 40.000 - 50.000 ha, san
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lugng khoang 22.000 tdn. Nguon gen da dang la
c6 sO rit quan trong dé st dung cac gen, allen
phong phi trong cac phép lai khac nhau, déng
thoi, da dang di truyén con 1a co sd dé tao cac
bién di tai t6 hop theo muc tiéu chon tao giéng.
Hién nay, cac nghién ctu theo huéng danh gia
da dang di truyén ngudn gen & cdy ving tai Viét
Nam con rat han ché, méi chi c6 cac cong trinh
cua Pham et al. (2009); Nguyén Thi Mai Thuay
va Nguyén Vian Mui (2011). Viéc nghién ctu da
dang di truyén c6 thé dugc xac dinh dya trén cac
dédc tinh néng sinh hoc va hinh thai cling nhu
phan tich isozyme va chi thi DNA (Geleta et al.,
2008). Tuy nhién, cac dic diém nong sinh hoc va
hinh thai thudng chiu dnh hudng 16n véi yéu té
moi trusng. Do d6, viéc nghién ctiu bing chi thi
phan t c6 thé han ché& duge cac nhuge diém
trén. Ngay nay, cac phuong phap dua trén ky
thuat PCR nhu AFLP, SSR, ISSR, SRAP va
RAPD da dugc st dung phd bién trong nghién
ctiu da dang di truyén 6 cay viing 6 trén thé gi6i
(Pham et al., 2009). Trong d6, chi thi SSR va
SRAP 1a céng cu manh dé phan tich da dang di
truyén ngudn gen cdy viing bdi vi ching thuong
la chi thi dong trdi, kha ning lap lai cao, tan
sudt 16n, nhan biét allen da hinh cao, da dugc st
dung phé bién va hiéu qua nhit dé danh ngudn
gen ciy vung (Zhang et al, 2010, 2012 a, b;
Yepuri et al, 2013; Wu et al., 2014; Pandey et
al., 2015). Trong nghién cttu nay, chi thi SSR va
SRAP duge st dung dé danh gia da dang di
truyén ctia 56 maiu giong ving dugc thu thap
trong nudc va nhap noi nham phuc vu cho cac
chuong trinh chon tao gidng viing.

2. VAT LIEU VA PHUONG PHAP
2.1. Vat liéu nghién ctiu

Vat liéu gébm 56 mau gidong ving c6 ngudn
g6c khac nhau (Bang 1): 31 miu gidng viing thu
thap tai Nghé An, 6 mau thu thap tai Ha Tinh,
3 mAu thu thap tai Thanh Héa, 4 mAiu thu thap
tai Quang Binh, 2 mAu thu thap tai Quang Tri,
2 mau thu thap tai Lao va 8 mau thu thap tai
Thai Lan.

10 chi thi SSR va 5 chi thi SRAP (Bang 2)
da dudc st dung dua trén cong b6 cua Zhang et

al. (2012 a, b) va dudc téng hgp béi Cong ty ITD
(My). Tai Viét Nam, cAc moi nay duge Cong ty
TNHH Phat trién Céng nghé tng dung Viét
Nam (VNDAT CO., LTD) phan phoi.

2.2. Phuong phap nghién citu

2.2.2. Phan tich da dang di truyén su dung
chi thi phan ti

T4ch chiét DNA:

Gieo tréng 56 mau giong dén khi cAy viing cb
tir 3 - 514. Moi mau giong tién hanh 1ay latie 3 -5
cdy dé tach DNA theo phuong phap CTAB cua
Doyle et al. (1987), c6 cai tién theo Phong thi
nghiém Chon giéng phan ti, Trung tAm Nghién
ctiu cay trong Viét Nam - Nhat Ban, Hoc vién
Néng nghiép Viét Nam, cu thé nhu sau: Lam
am dung dich CTAB trong ti 4&m & 65°C. Nghién
100 mg 14 véi nito 16ng bang chay c6i. Thém 700
ul dung dich dém 2X CTAB, 20 u B-
mercathoethanol va nghién ky lai. Chuyén dich
sang 6ng eppendoft 1,5 mL. U mau & 65°C trong
30 phat. Thém 500 pl CIA (24 chloroform: 1
isoamylalcohol) lic trong 30 phidt. Ly tam
14.000 vong/phut 6 20°C trong 15 phut va sau
d6 hidt phan dich ndi phia trén sang ong méi.
Thém 1V tuong ducng Isopropanol va déit trong
da 15 phuat. Ly tadm 14.000 vong/phut 6 4°C
trong 10 phit. D6 bd phan dung dich. Thém 500
ul ethanol 70% dé rtia taa. Ly tam 14.000
vong/phut ¢ 4°C trong 5 phut, sau dé6 6 bé dung
dich. Lam kho ethanol con lai trong éng. Thém
30 pl dung dich TE 0,1X vao mbi 6ng dé hoa tan
két tua.

Phan ting PCR:

Su khuéch dai PCR dugc tién hanh trén
may PCR (Hang ABI) trong 20 ul, bao gbm 10 ul
dung dich dém Go Taq® Green Master Mix 2X,
1 pl cho tiing thanh phan trong 4 loai dNTPs, 1
pl cho DNA khuén, 2 pl /méi 10 pM va 5 pl
Nuclease-Free Water. Chu trinh nhiét cho phan
ting PCR nhu sau: (1) 95°C trong 3 phit, (2)
94°C trong 20 giay, (3) 45°C cho chi thi SRAP
hodc 55°C cho chi thi SSR trong 30 gidy, (4)
72°C trong 40 gidy, 36 chu ky lip lai ti (2) dén
(4), (5) 72°C trong 5 phut va sau d6 dugc gii
lanh & 4°C.

165



DPanh gia da dang di truyén cGa cac mau giéng virng (Sesamum indicum L.) st dung chi thi SSR va SRAP

Bang 1. Danh sach 56 mau giéng vitng nghién citu

TT  MAu giéng Ngudn gbc TT  MAu gibng Ngudn gbc

1 VTC; Thanh Chwong - Nghé An 29 VDLCo Do Lwong - Nghé An

2 VTL, Chiang Mai, Thai Lan 30 VBTB, Vién KHKTNN BTB

3 vaQL Quynh Lwu - Nghé An 31 VQB; Quéng Phwong, Quang Binh
4 VDL, D6 Lwong - Nghé An 32 VQB, Quang Phuwong, Quang Binh
5 VTL, Ratchasima, Thai Lan 33 VQT, Gio Linh, Quang Tri

6 VDL, Bo6 Lwong - Nghé An 34 VDLC; D6 Lwong - Nghé An

7 VTLs Chiang Mai, Thai Lan 35 VL, Xiéng Khoang, Lao

8 VDHK; Hwong Khé - Ha Tinh 36 VDLCy D6 Lwong - Nghé An

9 VTTH Hoang Héa - Thanh Hoa 37 VBTBghH Vién KHKTNN BTB

10 VDVQ Vi Quang - Ha Tinh 38 VBTB4nn Vién KHKTNN BTB

11 VNL Nghi Loc - Nghé An 39 VTC; Thanh Chuong - Nghé An
12 VHH Hoang Héa - Thanh Héa 40 VQB3; Quéng Phwong, Quang Binh
13 VTLs Ratchasima, Thai Lan 41 VTLs Chiang Mai, Thai Lan

14 VTLs Ratchasima, Thai Lan 42 VDHK; Hwong Khé - Ha Tinh

15 VTLg Ratchasima, Thai Lan 43 VAS, Anh Son - Nghé An

16 VDL; D6 Lwong - Nghé An 44 VTC, Thanh Chuong - Nghé An
17 VDL, b6 Lwong - Nghé An 45 VBTB3 Vién KHKTNN BTB

18 VTC, Thanh Chwong - Nghé An 46 VDLCsg D6 Lwong - Nghé An

19 VAS; Anh Son - Nghé An 47 VDLCy-12 Do Lwong - Nghé An

20 VBTBs Vién KHKTNN BTB 48 VTH Hoang Héa - Thanh Hoa

21 VCL Can Léc, Ha Tinh 49 VDLCs.4 b6 Lwong - Nghé An

22 VLH Loc Ha - Ha Tinh 50 VBTB, Vién KHKTNN BTB

23 VL4 Xiéng Khoang, Lao 51 VDLC 10-1 D6 Lwong - Nghé An

24 VTL; Chiang Mai, Thai Lan 52 VDLC,, Do Lwong - Nghé An

25 VDLs Do Lwong - Nghé An 53 VQT, Gio Linh, Quang Tri

26 VDLC; D6 Lwong - Nghé An 54 VBTBs Vién KHKTNN BTB

27 VDLCy.4 D6 Lwong - Nghé An 55 VQB, Quang Phuwong, Quang Binh
28 VBTB; Vién KHKTNN BTB 56 VDHS Hwong Son - Ha Tinh

San ph4m PCR dugc dién di trén gel agarose
4% ¢ hiéu dién thé 150 V, cudng do dong dién 200
mA trong thoi gian 50 - 70 phut. Ban gel duge
nhudm truc tiép véi ethidium bromide 0,5 g/ml.
St dung thang chuén 100 bp cia Sigma-Aldrich
(USA). Két qua dién di duge hién thi dusi dén UV
va dugc chup lai bdi may doc gel, chup va in anh
cua hang ATTO Corporation. C4c bing trén gel
dude xac dinh: xudt hién (danh s6 1) va khéng
xuét hién (danh s6 0).

Xu Iy s6 liéu:

Cay da dang di truyén dudc xdy dung bing
phuong phap nhém cip khéng trong s6 UPGMA
trong d6 cac bing ADN thu dugce khi dién di san
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phdm PCR st dung mdi chi thi dugc coi 1a céc
allen va dugc ky hiéu 13 1 6 mau giéhg xuit hién
bang va 0 d mau giénhg khong c6 bang ADN tuong
tng. Toan bd kiéu allen ctia tat cA mAu gidng dude
nhap truc tiép bang phan mém NTedit. Dii liéu s6
héa sau d6 dugc phan tich mtc do tuong dong
phan mém NTSYS-pc 2.10 tit d6 nhém cép cac
mAu gidng, cdc nhanh cia ciy da dang thé hién
mtic d6 tuong déng ctia nhém.

Hé s6 ham lugng thong tin da dang PIC
(Polymorphic Information) ctia méi locus SSR va
SRAP dugc tinh theo cong thie: PIC () =1 - O
Pij2 (Weir, 1996). Trong d6 Pij 1a tin suat allen
thi j v6i locus SSR hoéc SRAP thi 1.



Bang 2. Cac chi thi SSR va SRAP st dung trong nghién citu
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Chi thi Trinh tw mdi (5’ dén 3') Nhiét d6 gan moéi Loai chi thi
HS233 F-CGT CCC GTG TTG TCT CTATG 55 SSR
R- GCG GAG AATATG CCG TTATT
Me07 va Em09 F-TGA GTC CAA ACC GGT CC 45 SRAP
R-TGA GTC CAA ACC GGA CG
Me 07 va Em 07 F-TGA GTC CAA ACC GGT CC 45 SRAP
R- GAC TGC GTA CGA ATT CAA
HS189 F-CTC CAA CCC CCATAAATCAC 55 SSR
R-GCT TCT GGA GAG GAG ATT GC
Me07 va Em 06 F-TGA GTC CAA ACC GGT CC 45 SRAP
R-GAC TGC GTA CGA ATT GCA
HS94 F-CAT GTG TTC TCT CCC ACC AC 55 SSR
R-TCT TGACCATGT TTT CCACC
HSO07 F-AGA GTA CAG CCACGG GAAT 55 SSR
R-CAA CAA GAC AAC GGT TTT GG
HS216 F-TGA GAG AGG TTA ATT GGG GG 55 SSR
R-TGG CTC CCA TGT ATT TAC CA
HS 53 F-GAA GCT TGA AGA GAG GAG GG 55 SSR
R-ATG GAACTT CTC CGATCA CC
HS21 F-CGG AAT TCC TGA AAG AAG GA 55 SSR
R-CAG TGA ATT TCT CAA CCC GA
HS207 F-TGC CCATGG ATT CAATTTTT 55 SSR
R-CAG AGG TCA CCATTG ACG AG
Me08 va Em 08 F-TGA GTC CAA ACC GG TGC 45 SRAP
R-GAC TGC GTACG AATTCT G
HS 270 F-TGC CCATGG ATT CAATTTTT 55 SSR
R-CAG AGG TCA CCATTG ACG AG
HS259 F-AAA GCC TCC CAT ACG ATCAC 55 SSR
R-ACC GAC GGA AAC AAC TAAGC
Me 05 va Em 05 F-TGA GTC CAA ACC GGA AG 45 SRAP

R-GAC TGC GTA CGA ATT AAC

3. KET QUA VA THAO LUAN

3.1. Mitc d6 da hinh nhan biét bang chi thi
SSR va SRAP

Trong 15 chi thi phan ti dugc st dung c6 12
chi thi cho cac allen da hinh va 3 chi thi khong
cho da hinh 1a HS21, HS270 va HS259, cic chi
thi nay khéng c6 y nghia trong nghién ctiu da
hinh. S8 lugng allen dao dong tit 1 dén 5 allen.
Chi thi Me 07 va Em 07 nhan 1én nhiéu allen
nhat véi 5 allen, trong d6 4 allen da hinh. Tiép
theo d6 1a chi thi HS94 (Hinh 2) va chi thi
Me08-Em08 véi 4 allen va ca 4 allen déu da
hinh. S6 allen binh quén trén locus ctia cAc mau
giong ving dat 2,8 va s6 allen binh quan cho da
hinh dat 2,3. S6 lugng allen trung binh tucng tu
nhu nghién ctiu cua Zhang et al. (2012 a), dat

2,31 va thap hon nghién ciiu cia Pandey et al.
(2015); Yepuri et al. (2013) va Wu et al. (2014),
dat tuong tng 3,37; 3,00 va 3,65 allen/locus.

Ty 1é s6 biang da hinh ctia cic chi thi bién
dong ti 66,7 - 100%. Tong sd allen cta 15 chi
thi nhan 1én la 42, trong d6 34 allen da hinh,
dat trung binh 70,89% ty 1& allen da hinh. Ty 1é
bang da hinh tudng tu nhu nghién cu claa
Zhang et al. (2010 va 2012b), dat 72% va cao
hon két qua nghién ctiu ctia Pandey et al. (2015)
va Wu et al. (2014), dat tuong tng 57,00% va
36,50%. Nhu vay, ty 1é allen da hinh thu dugc
mitc cao, diéu nay rat cé ¥ nghia trong nghién
ctu da dang di truyén d mtc dd phan ti DNA.

Kich thudc ctia cac allen gitia cac ciap moi
bién dong ti 80 - 500 bp. Ham lugng théng tin
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Bang 3. S6 allen thu dudc bing PCR st dung cac chi thi SSR va SRAP

Chi thi Tczrﬂgnsé ?32 i:lr?r? Ty Iii?i?%)g da PIC Kich ttzgg)c allen
HS233 2 2 100,0 0,65 160, 170
Me07 va Em09 2 2 100,0 0,22 190, 200
Me 07 va Em 07 5 4 80,0 0,71 150, 200, 210, 280, 310
HS189 3 2 66,7 0,52 90, 200, 480
Me07 va Em 06 3 2 66,7 0,66 80, 100, 150
HS94 4 4 100,0 0,60 90, 150, 400
HS07 2 2 100,0 0,43 160, 170
HS216 4 3 75,0 0,59 80, 300, 310, 320
HS 53 3 3 100,0 0,54 140, 150, 500
HS21 1 0 0,0 0 230
HS207 3 3 100,0 0,49 150, 180, 220
Me08 va Em 08 4 4 100,0 0,33 90, 100, 110, 250
HS 270 1 0 0,0 0 150
HS259 1 0 0,0 0 110
Me 05 va Em 05 4 3 75,0 0,42 220, 230, 300, 380
Téng 42 34 - - -
Trung binh 2,8 2,3 70,89 0,41 -

Hinh 1. San pham PCR cua cac miu giéng ving thu dugc cap moi SRAP (Me07-Em06)

Ghi chd: Lane M: 1 kb DNA marker, lanes 1-56 tuong ting véi cAc mau gidéng viing trong bang 1

L
)
=
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Hinh 2. SAn pham PCR ctia cac miu giéng viing thu duge cip méi SSR (HS94)

Ghi chi: Lane M: 1 kb DNA marker, lanes 1-56 tuong ting véi cac mau giong viing trong bang 1

da hinh (PIC) ctia 15 chi thi SSR va SRAP bién
dong ti 0,00 - 0,71 dat binh quén la 0,41. Gia
tri PIC cta nghién ctiu nay thap hon nghién
Pendey et al. (2015) va Yepuri et al. (2013) dat
tuong tng 0,57 va 0,72 va cao hon nghién ctu
cua Zhang et al. (2012a, b) dat tuong ting 14 0,34
va 0,20.
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3.3. Quan hé di truyén gita cac mau giong
viung nghién ctiiu

Quan hé di truyén giiia cic mau giéng ving
duge phan tich bang phan mém NTSYS 2.10
(Hinh 3). Hé s6 tuong déng di truyén cua
56 mau giong dao dong tit 0,52 - 0,97, dat trung
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Hinh 3. CAy phAn nhém da dang di truyén ctia 56 mau giong vitng dua trén chi thi phan t&

binh 0,70. Két qua nghién ctu nay cho hé s6
tuong déng di truyén tuong tu nhu cac nghién
ctiu cua Zhang et al. (2010, 2012b) khi st dung
k&t hop chi thi SSR va SRAP dé dénh gia tuong
ting cho 404 va 453 mAu gidng ving, déu dat
trung binh 0,71. Trong khi d6, nghién ctu cua
Yepuri et al. (2013) khi danh gia 49 mau gidng
viing st dung chi thi SSR cho hé s6 tuong déng
di truyén bién déng tu 0,49 - 1,00. Tuy nhién,
két qua nghién ctiu nay cho hé sd tuong dong di
truyén cao hon so véi két qua nghién ctiu ctua
Pham et al. (2009) va Nguyén Thi Thiy Mai va
Nguyén Van Mui (2011), dat tuong ting 0,03 -
0,43 va 0,42 - 0,81.

Nhu vay, véi hé s6 tuong dong di truyén >
0,7 biéu thi trén cay di truyén (Hinh 4), 56 mau
giong ving dude chia thanh 7 nhém.

- Nhém 1 bao gom 25 mau giéng v6i mitc
d6 tuong déng di truyén khoang 70,6%, cu thé
cac mau gidng s6 1, 3, 21, 8, 33, 37, 35, 45, 34,
35, 41, 40, 38, 42, 5, 7, 11, 12, 9, 6, 27, 28, 32,
30 va 31. Trong 25 mau giong, c6 21 miu giéng
duge thu thap tai ving Béc Trung bo, 3 mau
giéng thu thap ti Thai Lan va 1 mau gidng thu
thap 6 Lao.

- Nhém 2 bao gbm 17 mau giéng véi mtc do
tuong dong di truyén khoang 70,6%, cu thé cac
mAu gidng s6 13, 46, 55, 14, 16, 20, 43, 18, 17, 54,
52, 44, 47, 49, 51, 48 va 50. Nhém nay bao gom

da s8 cAc mau giong c6 dic tinh phan canh. Hai
mAau gidng s6 47 va 49 c6 nhiéu dac diém tuong
déng nhu: cAy phan canh, qua cé 4 hang hat, hat
mau den, 3 qua/nach 14 va ching déu duge thu
thap tit huyén D6 Luong, tinh Nghé An.

- Nhém 3 bao gbm 4 mau giong véi mic do
tuong dong di truyén khoang 73%, cu thé mau
gidng s6 2 c6 ngudn goc tit Thai Lan, mau giong
s0 4 va s6 19 c¢6 ngudn goc tuong ting ti huyén
Do Luong va Anh Son, tinh Nghé An va mau
gidng s6 23 c¢6 nguodn goc ti tinh Xiéng Khoang,
Lao. Nhém nay c6 nhiéu dic diém chung nhu
chiing déu c6 4 hang hat, than cay cé tiét dién
hinh vuodng, géc 14 ding.

- Nhém 4 bao gbm 4 mau giong véi mic do
tuong dong di truyén khoang 78%, cu thé mau
giong s6 10, 29, 56 va 24. CAc miu giong nay cb
nhiéu dic diém gidng nhau nhu cdy phan canh
dot duéi, hat c6 mau den, 16ng trén qua nhén.

- Nhém 5 chi c6 duy nhat mot giong 1a mau
gidng s6 22 c6 ngudn goc tit huyén Loc Ha, tinh
Ha Tinh.

- Nhém 6 bao gom 3 mau gidng véi mtc do
tuong dong di truyén khoang 77%, cu thé cac
mau gidng s6 25, 26 va mau s6 53. Cic mau
giéng nay c6 nhiéu dic diém néng sinh hoc va
hinh thai giéng nhau nhu qua c6 4 hang hat,
hat c6 mau den, cAy phan canh 6 dot duéi, 3
qua/nach 1a.
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- Nhém 7 gébm c6 2 mau gidng 14 mau giéng
s6 15 ¢6 ngudn goc Thai Lan va mau giéng s6 19
c6 nguodn goc tai huyén Thanh Chuong, tinh
Nghé An. Hai m4u giéng nay c¢6 mét s6 dic diém
chung nhu cay phan canh, qua c6 4 hang hat, 3
qua/nach 14.

Két qua phan nhém dua vao khoang cach di
truyén 4 trén cho thay, tap doan cac mau giong
viing hién c6 tai Trudng Pai hoc Vinh ¢6 tinh da
hinh cao, 1a vat liéu quan trong cho cong tac
nghién cu va chon tao giéng ving ning suit
cao § Viét Nam. Cac mau gidng khac nhém cé
thé lai v6i nhau dé cho uwu thé lai ma khong xay
ra hién tugng b4t duc 6 con lai.

4. KET LUAN

St dung chi thi phan ti SSR va SRAP danh
gia da dang di truyén ctia 56 mau giéng ving cé
ngudn goc tai ving Bac Trung bo va ngudn gen
nhap noi thi ¢6 12 chi thi cho cac bang DNA da
hinh tai 12 locus, thu dugc 34 allen da hinh khac
nhau, s6 lugng allen da hinh dat binh quin 2,3
allen/locus. Ty 1é s6 bang da hinh cta 12 cap moi
dat trung binh 80,9, c6 7 cip mbdi cho ty 1& bang
da hinh 100%. Hé s6 da dang di truyén (PIC) dao
dong tu 0,00 - 0,71 v6i gia tri binh quén la 0,41.
Hé s6 tuong déng di truyén cua 56 miu giéng
viing dao déng tit 0,52 - 0,97. O mtic tuong dong
di truyén 70%, 56 mau giéhg viung dudc phan
thanh 7 nhém, trong d6 nhém 1 nhiéu nhat véi
25 mau giong, tiép theo 1a nhém 2 véi 17 mau
giong. Két qua danh gia da dang di truyén chi ra
riang can thiét phai bao ton nguén gen viing, st
dung ngudn gen thudc cac nhém di truyén khac
nhau cho phat trién giéng viing méi.
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